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Fig. S2
. Meta-analysis of associations of the FPN Q248H mutation with anemia, hemoglobin, and iron status across the study populations. Labels indicate odds ratios or estimates and 95% confidence intervals. Ferritin was normalized by log-transformation. Hemoglobin measurements were not available for the South African cohort. Regression models were adjusted for age and sex. OR, Odds Ratio; ES, Effect Size.
Fig. S4
. Correlation between P. falciparum prevalence/rate and the derived adenine allele encoding the Q248H mutation. A) shows the correlation with P. falciparum maximal median parasite prevalence between 1900 and 1959 across 13 tested African populations. Each point represents one population with the FPN Q248H derived allele frequency as specified on the xaxis with parasite intensity defined on the y-axis using parasite prevalence available data generated from Snow et al 2017 (14) . Exclusion of South African individuals as outliers resulted in non-significant increase in correlation (Rho 0.57; P = 0.06). B) shows correlation with P. falciparum parasite rate (PfPR) between the years of 2000-2015. Each column of points represents either a single population, or a set of populations with the ferroportin Q248H derived allele frequency specified on the x-axis compared against PfPR on the y-axis colored by year of available data generated from the Malaria Atlas Project. Haptoglobin, µmol/L n/a n/a NA 71.1 (3.5) 69.6 (3.0) 0.04 n/a n/a NA n/a n/a NA n/a n/a NA Iron, µmol/L n/a n/a NA 9.0 (1.7) 8.6 (1.6) 0.46 n/a n/a NA 6.4 (1.6) 6.0 (1. TSAT, % n/a n/a NA 13.3 (1.8) 12.8 (1.7) 0.58 n/a n/a NA 9.5 (1.8) 8.9 (2.0) 0.59 3.7 (2.6) 3.4 (3.4) 0.81 ZPP, µmol/mol heme n/a n/a NA 97.4 (1.8) 114.6 (1.8) 0.03 n/a n/a NA n/a n/a NA n/a n/a NA CRP/ACT, mg/L/g/L 1.1 (4.6) 1. 
